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An Analysis on the Polymorphism of Region V of Mitochondrial DNA
and Y-chromosome DYS287 Sites in 9 Ethnic Groups of Guizhou
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(The Key Laboratory of Molecular Biology , Guiyang Medical University, Guiyang 550004 ,China)

Abstract; This study investigated the polymorphism of Region V of the mitochondrial DNA and Y-chro-
mosome DYS287 sites in 9 ethnic groups of Guizhou to provide the referable molecular genetics data with
related ethnic groups of Guizhou. Polymerase chain reaction-polyacrylamide SDS gel electrophoresis and
Polymerase chain reaction-agarose gel electrophoresis were applied to detect the polymorphism of 9bp de-
letion of mitochondrial DNA noncoding region and Y-chromosome DYS287 sites. Two type of polymor-
phism in mitochondrial DNA were discovered; standard form and deletion form; the frequency of 9bp de-
letion of mtDNA in Gelao, She, Zhuang, Mulao, Maonan, Menggu., Hui, Qiang, Man people were;
26.6 % . 25 % .20 %, 18.3 %, 13.3 % . 10 % , 8.3 % ., 6.7 % . 5 % , respectively; two type
of polymorphism in Y-chromosome DYS287: YAP " and YAP ™, the frequency of YAP"in Gelao, Mao-
nan were: 20 % . 1. 67 % , respectively, others were 0. The data of polymorphism of Region V of mito-
chondrial DNA and Y-chromosome DYS287 sites were obtained in 9 ethnic groups of Guizhou and the ge-
netic information were provided for ethnic groups.
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1.2.1 DNA FREC ¢ By S8 py ik 4 AR Jo i (1 40
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F£%. F  5-ACTTTCACCGCTACACGA-3, R 5-
ATTTAGTTGGGGCATTTC-3, PCR J W {& & 2l 25
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# DNA 100 ng, PCR fEHF45f: 94 °C A8 % 40 s,
51 CiB K40 s, 72 CHEAf 30 s, fFFF 30 ¥k, PCR
P T w =2 % S NE IS T UK 73 B o

2 45 R
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BRAAY) , SR I 1, 3G 7 Py 45 2R 5 AR
NS E A —3, S5 R WL 2, KD 9 ARk
(%60 1) : 1248056, &k, k. 1afelk. EM
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Fig. 1  The results of electrophoresis of PCR

products of region V in mtDNA
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Fig. 2 The sequence of region V in mtDNA
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Fig. 3 The comparison of mtDNA Region V deletion in
9 ethnic groups of Guizhou
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Fig. 4 The results of electrophoresis of PCR

products of Y-chromosome DYS287 sites
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